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Correct: 2 marks

Incorrect: 0 marks

A

Partial: 1 or 1.5 marks depending on
significance, e.g. one half of unique
translocation, or minor clone missed. Incomplete
FISH investigation essential for analysis

Clerical
Accuracy:

max 2 marks

ISCN | Incorrect: 0 mark

\ Minor error or multiple

Carrect: Tmark

clerical errors: % mark

One clerical or non-significant
error: comment only

Written descriptionof | ___—"> Correct: 1 mark
karyotype including cell
numbers and normal

cells.

Incorrect: 0 mark

Interpretation:

max 2 marks

1)
2)
3)
4)

5)

these that

% mark deducted if any of

are applicable are
missing

6)

7)
8)

Consistent with suspected diagnosis
Disease(s) category is hamed in report
Progression/relapse etc as appropriate
Gene involved in standard
translocation/rearrangement

Follow up necessary for complete
interpretation e.g. bloods for constitutional
abnormality, samples for molecular analysis
etc

Limitations of test result, e.g. poor quality,
low level tumour infiltration

Prognosis

Reference if appropriate
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